Samples were run on the Agilent High Sensitivity Samples were run on the Agilent High Sensitivity Samples were run on the Agilent High Sensitivity Samples were run on the Agilent High Sensitivity chip to assess the quantity and quality chip to assess the quantity and quality Samples were loaded in equal nM Samples were loaded in equal nM concentrations for each technology on two concentrations for each technology on two gy gy Illumina paired Illumina paired--end flowcells end flowcells Two lanes were dedicated for each technology Two lanes were dedicated for each technology and the flowcells were run at different centers and the flowcells were run at different centers
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Elizabeth Ketterer, Kendra Young Elizabeth Ketterer, Kendra Young Data Analysis Data Analysis Data Analysis Data Analysis 1. Combined the datasets from both sequencing centers for 1. Combined the datasets from both sequencing centers for each replicate each replicate 2. Filtered each data set so that sequences have quality 2. Filtered each data set so that sequences have quality score > 10 for 100% of the bases score > 10 for 100% of the bases score 10 for 100% of the bases score 10 for 100% of the bases 3. Mapped reads against the hg19/GRCh37 genome using 3. Mapped reads against the hg19/GRCh37 genome using bowtie 0.12.0 bowtie 0.12.0 4 N li d th d t t t l i 4 N li d th d t t t l i 4. Normalized the data sets to equal sizes 4. Normalized the data sets to equal sizes 5. A series of ' 5. A series of 'perl perl' scripts were then used to calculate ' scripts were then used to calculate coverage per position in every targeted region, creating coverage per position in every targeted region, creating g p p y g g , g g p p y g g , g a coverage map a coverage map 6. Coverage maps were imported into the R statistical 6. Coverage maps were imported into the R statistical computing environment (2 1 0) to find the sensitivity computing environment (2 1 0) to find the sensitivity computing environment (2.1.0), to find the sensitivity, computing environment (2.1.0), to find the sensitivity, specificity, and reproducibility for each sample specificity, and reproducibility for each sample 7. Plots and figures were generated using the "ggplot2" 7. Plots and figures were generated using the "ggplot2" 
